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Fig. S1:  

 
 

Fig.S1: CONSORT flow diagram. Current study utilizes the patient’s data (n=670) from a 

cohort of patients with lung inflammatory condition (n=1200) who were referred by primary 

health care to Karolinska University Hospital (KUH) for investigation for suspected LC, that 

has been collected under the PEX-LC lung cancer investigation by Levitsky et. al., 20211 and 

the figure is based on CONSORT 2010 flow diagram. Out of 670 patients, blood samples of 

several patients (n=151) were not available for various reasons. The selection of patients to be 

included (n=266) for current study was not random and selected from the cohort (n=519) to 

suit the study accordingly. Due to logistical issues with the biobank, 253 out of 519 patients 

were not available for inclusion in the study. PEA has been performed on patient’s blood 

plasma (n= 266) and medical records were retrieved. The patient cohort for current study is 

composed with primary LC (n=183), no cancer (n=60) and other cancer (n=23) patients, where 

14 patients (n=10 in primary LC group and n=4 in no cancer group) were exclude form 

analysis due to missing value and not to full-fill the required data quality. 
 

  



Fig. S2:  

 
 

Fig. S2: Dataset comprising 266 samples and 92 proteins. The figure presents proteins on the x-

axis, highlighting those among the 92 with the highest proportion of missing values. In this 

figure, the rightmost column indicates the percentage of missing values for each protein, while 

the adjacent columns display the count of proteins and samples showing specific levels of 

missingness. Notably, 12 proteins (IL5, CD28, INF beta, IL4, IL13, IL2, INF gamma, TNF, IL35, 

IL21, IL33, and IL1 alpha) alongside 14 patient’s sample demonstrated missing values exceeding 

70% and 95%, respectively, leading to their exclusion from further analysis. Consequently, the 

remaining dataset consisted of 80 proteins and 252 samples, where the highest observed missing 

value rates were 27% for proteins and 17% for samples. To address these missing values, a 

replacement value of 0 was applied, following to Olink's guidelines for handling missing data. 

  



Fig. S3:  

 



Fig. S3: Principal component analysis (PCA) and 95% Hotelling ellipse to clarify the relationship 

between NPX values and clinical information. (A) Top 5 PC explain 51.45% of variance where 

top 2 together explained 37.7 % of variance, (B) Blue dotted line is the 95% Hotelling ellipse 

over the score plot of first 2 PC and red circle is the sample those are outside of Hotelling ellipse. 

The red-circled samples were retained as their inclusion or exclusion did not alter the relationship 

between NPX values and clinical characteristics. (C) to (H) shows the distribution of different 

clinical characteristics (Histology, stage, ordinal stage of LC and gender, age and smoking status 

of patients) on the score plot between PC1 and PC2, with none showing any clustering pattern. 

 

 

 

  



Table S1:  

Single protein’s performance (Confounder factor, p-value, AUC, PPV, NPV and mean 

expression) of patient’s group with primary LC and other cancer compared to no cancer. P values 

p≤0.05 are shown in grey. 

Comparison 

groups 
Biomarkers 

Confounder 

factor 

P value adjust 

(Prior / post) 

Single Biomarker Mean Expression (SD) 

AUC PPV NPV No Cancer Cancer 

Primary LC 

vs 

no cancer  

MMP12 Age, gender 0.00 / 0.00 0.64 0.83 0.33 7.71 (0.69) 8.31 (1.26) 

CD83 - 0.01 / 0.01 0.62 0.79 0.30 2.52 (0.37) 2.35 (0.44) 

TRAIL Age 0.01 / 0.02 0.63 0.82 0.32 8.22 (0.40) 8.05 (0.39) 

GZMB - 0.04 / 0.04 0.58 0.78 0.29 4.41 (0.78) 3.91 (0.73) 

CD8A Age, smoking 0.01 / 0.02 0.61 0.82 0.33 9.95 (0.75) 9.66 (0.69) 

GZMA2 - 0.02 / 0.02 0.59 0.77 0.27 5.67 (0.42) 5.50 (0.48) 

FASLG Age, gender 0.02 / 0.04 0.59 0.79 0.30 5.87 (0.58) 5.65 (0.55) 

CCL19 - 0.03 / 0.03 0.60 0.80 0.30 9.78 (0.99) 9.46 (0.92) 

CD5 - 0.02 / 0.03 0.60 0.80 0.31 4.69 (0.41) 4.54 (0.41) 

CCL20 - 0.89 / 0.89 0.52 0.75 0.24 6.56 (1.19) 6.53 (1.24) 

PDL2 Gender 0.05 / 0.11 0.56 0.77 0.26 2.06 (0.39) 1.95 (0.36) 

MCP4 - 0.31 / 0.31 0.55 0.78 0.28 8.16 (0.58) 8.04 (0.74) 

MCP2 - 0.31 / 0.31 0.55 0.80 0.28 6.92 (0.66) 6.80 (0.81) 

LAMP3 - 0.81 / 0.81 0.51 0.73 0.22 4.96 (0.68) 4.93 (0.78) 

LAP_TGF_beta1 - 0.72 / 0.72 0.52 0.76 0.26 1.63 (0.40) 1.61 (0.43) 

Other Cancer 

vs 

No cancer 

MMP12 - 0.67 / 0.67 0.57 0.37 0.79 7.71 (0.69) 7.61 (1.07) 

CD83 - 0.41 / 0.41 0.57 0.30 0.73 2.52 (0.37) 2.44 (0.43) 

TRAIL Age, smoking 0.53 / 0.78 0.55 0.34 0.76 8.22 (0.40) 8.17 (0.25) 

GZMB Gender 0.16 / 0.20 0.59 0.32 0.74 4.41 (0.78) 3.87 (0.74) 

CD8A - 0.08 / 0.08 0.63 0.37 0.78 9.95 (0.75) 9.62 (0.73) 

GZMA - 0.14 / 0.14 0.62 0.37 0.79 5.67 (0.42) 5.51 (0.45) 

FASLG Gender 0.23 / 0.18 0.56 0.31 0.73 5.87 (0.58) 5.70 (0.41) 

CCL19 - 0.12 / 0.12 0.64 0.35 0.77 9.78 (0.99) 9.39 (1.04) 

CD5 - 0.92 / 0.92 0.61 0.35 0.81 4.69 (0.41) 4.67 (0.77) 

CCL20 - 0.01 / 0.01 0.69 0.40 0.81 6.56 (1.19) 5.86 (0.54) 

PDL2 - 0.01 / 0.01 0.70 0.46 0.84 2.06 (0.39) 1.83 (0.23) 

MCP4 - 0.02 / 0.02 0.68 0.39 0.79 8.16 (0.58) 7.79 (0.72) 

MCP2 - 0.05 / 0.05 0.64 0.39 0.77 6.92 (0.66) 6.59 (0.71) 

LAMP3 - 0.03 / 0.03 0.65 0.36 0.76 4.96 (0.68) 4.58 (0.70) 

LAP_TGF_beta1 - 0.01 / 0.01 0.68 0.40 0.82 1.63 (0.40) 1.39 (0.25) 

 

  



Table S2:  

Single protein’s performance (Confounder factor, p-value, AUC, PPV, NPV and mean 

expression) of patient’s group with NSCLC and SCLC compared to no cancer. P values p≤0.05 

are shown in grey. 

Comparison 

groups 
Biomarkers 

Confounder 

factor 

P value adjust 

(Prior / post) 

Single Biomarker 

AUC PPV NPV 

NSCLC vs no 

cancer 

MMP12 Age 0.00 / 0.02 0.63 0.81 0.35 

CD83 Smoking 0.00 / 0.00 0.63 0.78 0.32 

TRAIL Age 0.00 / 0.02 0.63 0.80 0.33 

GZMB2 - 0.05 / 0.05 0.58 0.77 0.32 

CD8A Smoking 0.02 / 0.01 0.60 0.80 0.34 

GZMA - 0.02 / 0.02 0.59 0.76 0.29 

CD4 Age, gender 0.05 / 0.05 0.57 0.76 0.29 

CCL19 - 0.03 / 0.03 0.60 0.78 0.33 

CD5 - 0.01 / 0.01 0.61 0.79 0.33 

IL8 Age 0.07 / 0.16 0.58 0.79 0.31 

PGF Age, gender 0.99 / 0.95 0.49 0.71 0.24 

IL12 Smoking 0.83 / 0.84 0.50 0.73 0.26 

CXCL13 - 0.29 / 0.29 0.54 0.76 0.28 

FASLG Age, gender 0.03 / 0.07 0.59 0.77 0.31 

CAIX Age 0.32 / 0.65 0.56 0.77 0.29 

SCLC vs 

no cancer 

MMP12 - 0.00 / 0.01 0.76 0.39 0.86 

CD83 - 0.71 / 0.71 0.46 0.21 0.77 

TRAIL - 0.26 / 0.26 0.61 0.27 0.82 

GZMB Gender 0.27 / 0.40 0.57 0.26 0.83 

CD8A - 0.01 / 0.01 0.69 0.32 0.85 

GZMA - 0.14 / 0.14 0.56 0.24 0.79 

CD4 - 0.93 / 0.93 0.56 0.24 0.79 

CCL19 - 0.32 / 0.32 0.56 0.23 0.79 

CD5 - 0.58 / 0.58 0.49 0.20 0.76 

IL8 Age 0.00 / 0.02 0.73 0.42 0.88 

PGF Age, gender 0.05 / 0.02 0.60 0.29 0.82 

IL122 - 0.06 / 0.06 0.60 0.31 0.85 

CXCL13 - 0.04 / 0.04 0.62 0.30 0.83 

FASLG Gender 0.02 / 0.00 0.67 0.33 0.87 

CAIX - 0.04 / 0.04 0.65 0.37 0.87 

 

  



Table S3:  

Single protein’s performance (Confounder factor, p-value, AUC, PPV, NPV and mean expression) 

of patient’s group with NSCLC, SCC and SCLC compared to no cancer. P values p≤0.05 are shown 

in grey. 

Comparison 

groups 
Biomarkers 

Confounder 

factor 

P value adjust  

(Prior / post) 

Single Biomarker 

AUC PPV NPV 

ADC vs  

no cancer 

TRAIL Age 0.01 / 0.03 0.62 0.76 0.37 

CD8A Age, smoking 0.01 / 0.01 0.62 0.77 0.42 

HO_1 - 0.03 / 0.03 0.59 0.72 0.35 

CD832 Gender, smoking 0.00 / 0.00 0.64 0.76 0.39 

CD5 - 0.01 / 0.01 0.62 0.75 0.38 

CCL19 - 0.02 / 0.02 0.62 0.76 0.41 

FASLG Age, gender 0.02 / 0.04 0.60 0.75 0.39 

GZMA - 0.01 / 0.01 0.61 0.72 0.35 

MMP12 Age, smoking 0.03 / 0.18 0.60 0.74 0.37 

VEGFA Age, gender 0.44 / 0.27 0.54 0.74 0.36 

SCC vs  

no cancer 

TRAIL - 0.02 / 0.02 0.65 0.51 0.76 

CD8A - 0.65 / 0.65 0.53 0.37 0.64 

HO_1 - 0.26 / 0.26 0.56 0.37 0.64 

CD83  - 0.22 / 0.22 0.58 0.37 0.65 

CD5 - 0.21 / 0.21 0.59 0.45 0.73 

CCL19 - 0.43 / 0.43 0.53 0.38 0.65 

FASLG Age 0.32 / 0.64 0.54 0.36 0.64 

GZMA - 0.53 / 0.53 0.53 0.36 0.63 

MMP12 - 0.00 / 0.00 0.74 0.60 0.80 

VEGFA - 0.01 / 0.01 0.62 0.43 0.69 

SCLC vs  

no cancer 

TRAIL - 0.26 / 0.26 0.61 0.27 0.82 

CD8A - 0.01 / 0.01 0.69 0.32 0.85 

HO_1 Gender 0.38 / 0.16 0.60 0.26 0.82 

CD83  - 0.71 / 0.71 0.46 0.21 0.77 

CD5 - 0.58 / 0.58 0.49 0.20 0.76 

CCL19 - 0.32 / 0.32 0.56 0.23 0.79 

FASLG Gender 0.02 / 0.00 0.67 0.33 0.87 

GZMA - 0.14 / 0.14 0.56 0.24 0.79 

MMP12 - 0.00 / 0.00 0.76 0.39 0.86 

VEGFA Gender 0.08 / 0.01 0.58 0.23 0.79 

 

  



Table S4:  

Area under ROC curve, Youden index, Sensitivity and Specificity of different cohort LC patients 

for panels of proteins. 
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stratification 

Stage based  
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A
r
e
a
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e
r 

R
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C
 

c
u

r
v
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Panel 1 0.75 0.74 0.74 0.79 0.88 0.72 0.72 0.73 0.76 0.89 0.81 0.80 0.77 0.97 0.91 0.66 

Panel 2 0.57 0.57 0.58 0.56 0.64 0.61 0.60 0.62 0.54 0.81 0.64 0.65 0.63 0.75 0.55 0.57 

Panel 3 0.59 0.61 0.63 0.65 0.64 0.61 0.61 0.66 0.62 0.74 0.56 0.58 0.59 0.74 0.64 0.66 

Panel 4 0.75 0.75 0.75 0.77 0.80 0.67 0.67 0.69 0.69 0.91 0.84 0.85 0.85 0.98 0.84 0.78 

Panel 5 0.71 0.73 0.74 0.74 0.74 0.66 0.67 0.69 0.76 0.86 0.83 0.86 0.86 1.00 0.86 0.80 

Panel 6 0.60 0.60 0.60 0.66 0.64 0.64 0.65 0.65 0.70 0.80 0.63 0.63 0.61 0.77 0.69 0.80 

Panel 7 0.76 0.75 0.74 0.80 0.94 0.74 0.73 0.74 0.77 0.98 0.81 0.80 0.78 0.98 0.93 0.67 

Panel 8 0.72 0.75 0.74 0.85 0.91 0.72 0.72 0.73 0.83 0.95 0.83 0.83 0.79 1.00 0.93 0.75 

Panel 9 0.76 0.76 0.74 0.85 0.96 0.75 0.74 0.75 0.84 1.00 0.83 0.83 0.79 1.00 0.96 0.76 

Y
o

u
d

e
n

 i
n

d
e
x
 

Panel 1 36.70 35.50 34.90 42.00 51.80 31.80 33.30 27.50 41.70 80.40 46.40 42.60 40.10 91.10 69.30 21.60 

Panel 2 4.20 7.30 5.40 7.60 25.00 14.90 11.50 9.80 19.00 33.20 17.60 24.60 12.80 32.40 -7.80 16.30 

Panel 3 7.90 7.90 18.70 24.50 16.10 21.70 13.10 30.90 17.80 42.50 0.00 7.60 5.60 31.00 31.00 30.30 

Panel 4 36.10 39.00 36.50 48.70 56.20 18.70 27.60 27.40 35.10 83.90 55.00 61.40 54.50 96.40 59.90 44.60 

Panel 5 25.40 30.10 34.50 33.90 23.20 21.70 22.10 18.70 30.30 72.90 53.80 52.60 51.00 100.00 49.20 46.20 

Panel 6 15.50 15.10 12.20 21.90 14.30 22.70 20.20 22.10 15.50 46.10 20.80 27.80 16.30 27.00 17.60 49.70 

Panel 7 37.30 35.50 35.70 47.40 81.30 34.80 33.30 31.00 48.20 89.30 54.00 53.20 49.10 92.90 72.80 23.40 

Panel 8 25.20 39.60 37.50 48.70 59.80 25.20 30.70 34.60 56.60 91.10 51.00 51.00 47.30 100.00 63.50 42.80 

Panel 9 40.10 38.40 36.70 51.80 83.10 38.30 42.40 31.00 51.80 100.00 54.20 56.20 45.50 100.00 74.60 36.60 

S
e
n

si
ti

v
it

y
 

Panel 1 0.69 0.69 0.69 0.69 0.75 0.64 0.65 0.60 0.67 1.00 0.75 0.73 0.72 1.00 0.89 0.61 

Panel 2 0.58 0.57 0.54 0.47 0.63 0.58 0.53 0.54 0.62 0.60 0.57 0.60 0.57 0.56 0.33 0.61 

Panel 3 0.56 0.56 0.62 0.66 0.63 0.66 0.58 0.70 0.57 0.80 0.50 0.54 0.56 0.67 0.67 0.70 

Panel 4 0.68 0.69 0.70 0.72 0.81 0.65 0.62 0.67 0.62 1.00 0.76 0.81 0.76 1.00 0.78 0.70 

Panel 5 0.67 0.69 0.72 0.63 0.63 0.66 0.67 0.54 0.57 0.80 0.81 0.79 0.78 1.00 0.78 0.78 

Panel 6 0.58 0.58 0.57 0.59 0.50 0.60 0.58 0.60 0.48 0.80 0.58 0.64 0.57 0.56 0.44 0.78 

Panel 7 0.69 0.69 0.70 0.69 0.94 0.69 0.65 0.61 0.71 1.00 0.74 0.75 0.76 1.00 0.89 0.61 

Panel 8 0.63 0.68 0.70 0.72 0.81 0.63 0.63 0.67 0.76 1.00 0.78 0.78 0.76 1.00 0.78 0.70 

Panel 9 0.71 0.69 0.69 0.75 0.94 0.69 0.69 0.61 0.71 1.00 0.79 0.79 0.76 1.00 0.89 0.65 

S
p

e
c
if

ic
it

y
 

Panel 1 0.68 0.66 0.66 0.73 0.77 0.68 0.68 0.68 0.75 0.80 0.71 0.70 0.68 0.91 0.80 0.61 

Panel 2 0.46 0.50 0.52 0.61 0.63 0.57 0.59 0.55 0.57 0.73 0.61 0.64 0.55 0.77 0.59 0.55 

Panel 3 0.52 0.52 0.57 0.59 0.54 0.55 0.55 0.61 0.61 0.63 0.50 0.54 0.50 0.64 0.64 0.61 

Panel 4 0.68 0.70 0.66 0.77 0.75 0.54 0.66 0.61 0.73 0.84 0.79 0.80 0.79 0.96 0.82 0.75 

Panel 5 0.59 0.61 0.63 0.71 0.61 0.55 0.55 0.64 0.73 0.93 0.73 0.73 0.73 1.00 0.71 0.68 

Panel 6 0.57 0.57 0.55 0.63 0.64 0.63 0.63 0.63 0.68 0.66 0.63 0.64 0.59 0.71 0.73 0.71 

Panel 7 0.68 0.66 0.66 0.79 0.88 0.66 0.68 0.70 0.77 0.89 0.80 0.79 0.73 0.93 0.84 0.63 

Panel 8 0.63 0.71 0.68 0.77 0.79 0.63 0.68 0.68 0.80 0.91 0.73 0.73 0.71 1.00 0.86 0.73 

Panel 9 0.70 0.70 0.68 0.77 0.89 0.70 0.73 0.70 0.80 1.00 0.75 0.77 0.70 1.00 0.86 0.71 

 

  



Table S5:  

Area under ROC curve of different cohort of LC patients for all the panels of proteins combinedly and 

individually respectively. 
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Sample size (N) 173 157 125 32 16 83 78 57 21 5 72 63 54 9 9 23 

P1 

Combined 0.75 0.74 0.74 0.79 0.88 0.72 0.72 0.73 0.76 0.89 0.81 0.80 0.77 0.97 0.91 0.66 

CD83 0.62 0.63 0.64 0.58 0.54 0.60 0.60 0.62 0.54 0.64 0.64 0.64 0.65 0.62 0.58 0.57 
GZMA 0.59 0.59 0.61 0.53 0.56 0.61 0.62 0.64 0.55 0.55 0.59 0.59 0.62 0.61 0.59 0.62 

GZMB 0.58 0.58 0.57 0.61 0.57 0.63 0.64 0.63 0.66 0.50 0.47 0.48 0.52 0.52 0.66 0.59 

CD8A 0.61 0.60 0.61 0.53 0.69 0.58 0.57 0.61 0.52 0.64 0.62 0.62 0.62 0.60 0.67 0.63 
MMP12 0.64 0.63 0.60 0.74 0.76 0.58 0.57 0.54 0.65 0.68 0.69 0.68 0.64 0.91 0.76 0.57 

 Combined 0.57 0.57 0.58 0.56 0.64 0.61 0.60 0.62 0.54 0.81 0.64 0.65 0.63 0.75 0.55 0.57 

P2 

CCL23 0.51 0.51 0.49 0.53 0.50 0.58 0.56 0.57 0.54 0.76 0.61 0.61 0.59 0.74 0.57 0.51 

TIE2 0.58 0.58 0.60 0.51 0.61 0.59 0.58 0.60 0.53 0.77 0.58 0.58 0.60 0.54 0.48 0.55 
CSF_1 0.54 0.54 0.56 0.54 0.51 0.60 0.60 0.62 0.53 0.67 0.54 0.54 0.49 0.71 0.56 0.57 

P3 

Combined 0.59 0.61 0.63 0.65 0.64 0.61 0.61 0.66 0.62 0.74 0.56 0.58 0.59 0.74 0.64 0.66 

Gal_9 0.56 0.56 0.56 0.57 0.50 0.59 0.58 0.60 0.53 0.71 0.52 0.53 0.51 0.65 0.54 0.58 

PDCD1 0.57 0.57 0.60 0.53 0.55 0.60 0.59 0.64 0.53 0.69 0.54 0.54 0.56 0.56 0.50 0.47 
CD4 0.56 0.57 0.59 0.49 0.44 0.56 0.56 0.61 0.56 0.58 0.46 0.56 0.56 0.53 0.43 0.61 

HO_1 0.57 0.59 0.59 0.56 0.60 0.58 0.58 0.60 0.53 0.51 0.55 0.58 0.56 0.65 0.66 0.6 

 Combined 0.75 0.75 0.75 0.77 0.80 0.67 0.67 0.69 0.69 0.91 0.84 0.85 0.85 0.98 0.84 0.78 

P4 

TRAIL 0.62 0.63 0.62 0.65 0.61 0.58 0.59 0.60 0.57 0.52 0.67 0.67 0.64 0.87 0.62 0.55 
CD5 0.60 0.61 0.62 0.59 0.49 0.57 0.57 0.59 0.54 0.58 0.62 0.64 0.63 0.66 0.49 0.61 

CCL19 0.60 0.60 0.62 0.53 0.56 0.59 0.59 0.62 0.50 0.66 0.61 0.61 0.63 0.47 0.56 0.64 

FASLG 0.59 0.58 0.60 0.54 0.67 0.57 0.56 0.58 0.50 0.73 0.61 0.60 0.60 0.64 0.67 0.56 
VEGFA 0.56 0.56 0.54 0.62 0.58 0.52 0.52 0.55 0.56 0.60 0.65 0.66 0.63 0.80 0.63 0.59 

IL8 0.60 0.58 0.58 0.60 0.73 0.51 0.51 0.50 0.54 0.53 0.70 0.68 0.66 0.83 0.80 0.54 

CXCL13 0.55 0.54 0.52 0.60 0.62 0.50 0.5 0.54 0.60 0.48 0.61 0.60 0.59 0.71 0.67 0.60 
CAIX 0.56 0.56 0.54 0.60 0.65 0.56 0.56 0.55 0.59 0.47 0.56 0.55 0.53 0.65 0.66 0.60 

PGF 0.50 0.51 0.54 0.58 0.59 0.51 0.51 0.54 0.57 0.56 0.48 0.5 0.48 0.66 0.61 0.49 

IL12 0.51 0.50 0.51 0.53 0.60 0.52 0.51 0.54 0.57 0.71 0.51 0.52 0.48 0.50 0.59 0.50 

P5 

Combined 0.71 0.73 0.74 0.74 0.74 0.66 0.67 0.69 0.76 0.86 0.83 0.86 0.86 1.00 0.86 0.80 

TNFRSF12A 0.57 0.57 0.56 0.59 0.57 0.48 0.48 0.49 0.61 0.53 0.63 0.63 0.63 0.60 0.60 0.53 

MCP_3 0.55 0.56 0.54 0.60 0.54 0.49 0.49 0.54 0.56 0.54 0.64 0.65 0.64 0.72 0.55 0.49 
FGF2 0.54 0.55 0.56 0.53 0.55 0.53 0.53 0.50 0.59 0.57 0.61 0.63 0.60 0.85 0.45 0.55 

IL7 0.54 0.54 0.54 0.55 0.57 0.53 0.53 0.53 0.56 0.54 0.64 0.64 0.61 0.83 0.60 0.53 

ICOSLG 0.58 0.58 0.58 0.59 0.53 0.54 0.54 0.54 0.47 0.58 0.62 0.63 0.62 0.74 0.54 0.51 
ANG_1 0.55 0.55 0.55 0.52 0.62 0.52 0.53 0.51 0.59 0.56 0.62 0.62 0.60 0.71 0.62 0.57 

IL10 0.58 0.60 0.60 0.58 0.52 0.65 0.65 0.67 0.59 0.66 0.52 0.51 0.51 0.50 0.61 0.46 

CX3CL1 0.50 0.50 0.51 0.52 0.52 0.56 0.56 0.52 0.59 0.51 0.55 0.54 0.54 0.65 0.50 0.53 
CD244 0.55 0.55 0.56 0.52 0.51 0.55 0.55 0.55 0.56 0.54 0.56 0.57 0.59 0.57 0.54 0.50 

MMP7 0.54 0.54 0.55 0.51 0.54 0.53 0.52 0.47 0.51 0.62 0.56 0.58 0.60 0.54 0.57 0.57 

HGF 0.56 0.55 0.46 0.60 0.62 0.49 0.49 0.51 0.50 0.49 0.62 0.62 0.59 0.84 0.65 0.54 
IL6 0.52 0.52 0.51 0.64 0.49 0.55 0.45 0.59 0.57 0.63 0.60 0.61 0.57 0.84 0.54 0.57 

CD40_L 0.52 0.52 0.52 0.52 0.55 0.57 0.57 0.56 0.61 0.59 0.51 0.53 0.50 0.71 0.59 0.61 

MIC_A_B 0.52 0.53 0.56 0.57 0.62 0.52 0.52 0.54 0.53 0.48 0.49 0.52 0.57 0.74 0.73 0.53 
CXCL11 0.50 0.50 0.49 0.53 0.57 0.53 0.53 0.53 0.52 0.54 0.55 0.46 0.51 0.74 0.60 0.61 

TNFSF14 0.50 0.49 0.52 0.55 0.53 0.59 0.58 0.59 0.58 0.62 0.58 0.57 0.53 0.84 0.63 0.59 

EGF 0.51 0.49 0.52 0.53 0.51 0.56 0.56 0.53 0.63 0.49 0.55 0.56 0.54 0.69 0.52 0.59 

CASP_8 0.53 0.53 0.53 0.46 0.54 0.60 0.59 0.59 0.59 0.65 0.52 0.53 0.52 0.61 0.45 0.61 

P6 

Combined 0.60 0.60 0.60 0.66 0.64 0.64 0.65 0.65 0.70 0.80 0.63 0.63 0.61 0.77 0.69 0.80 

PD_L2 0.56 0.56 0.57 0.52 0.51 0.58 0.58 0.60 0.53 0.64 0.54 0.54 0.55 0.49 0.52 0.70 

CCL20 0.52 0.52 0.52 0.52 0.53 0.57 0.57 0.56 0.58 0.56 0.55 0.55 0.52 0.69 0.58 0.69 
MCP_4 0.55 0.55 0.55 0.56 0.58 0.58 0.58 0.59 0.57 0.54 0.54 0.52 0.53 0.48 0.64 0.68 

MCP_2 0.55 0.56 0.55 0.59 0.50 0.57 0.59 0.58 0.61 0.63 0.55 0.55 0.55 0.54 0.60 0.64 

LAMP3 0.51 0.52 0.54 0.57 0.46 0.54 0.54 0.51 0.62 0.51 0.56 0.57 0.57 0.53 0.48 0.65 
LAP TGF beta1 0.52 0.53 0.54 0.49 0.54 0.58 0.58 0.58 0.58 0.38 0.52 0.51 0.51 0.65 0.57 0.68 

P7 P1 + P2    0.76 0.75 0.74 0.80 0.94 0.74 0.73 0.74 0.77 0.98 0.81 0.80 0.78 0.98 0.93 0.67 

P8 P1 + P3 0.72 0.75 0.74 0.85 0.91 0.72 0.72 0.73 0.83 0.95 0.83 0.83 0.79 1.00 0.93 0.75 

P9 P1 + P2 + P3 0.76 0.76 0.74 0.85 0.96 0.75 0.74 0.75 0.84 1.00 0.83 0.83 0.79 1.00 0.96 0.76 

 



 


